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4. Differentially expressed genes (DEG)
and gene set enrichment analysis (GSEA)
was performed to identify significant
genes and pathways.
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Figure 4. Neurotransmitter DEGs and pathways in chronically stressed versus non-stressed groups.

A, D: DEGs in the tumor (A) and surrounding (D) clusters. Significant genes are highlighted.

B, E: Enrichment of pathways in chronically stressed versus non-stressed groups in the tumor (A) and surrounding (B) clusters.
C, F: Normalized expression of DEGs in the tumor (C) and surrounding (F) clusters.
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