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Development of the HER2DX Predictor of Brain Metastasis in Advanced HER2-Positive Breast Cancer Treated with First-Line THP
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Background Results
* Central nervous system (CNS) is a clinically significant site of progression in advanced HER2-positive (HER2+) Figure 1. Association of clinical variables with CNS metastasis in the combined cohort. Figure 5. Association of HER2DX ERBB2, HER2DX-METS and HER2DX CNS score with survival.
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The HER2DX CNS progression score is a novel, biology-informed genomic tool that independently predicts brain metastasis in HER2+ advanced
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breast cancer treated with first-line THP. These findings support its potential integration into clinical workflows to personalize CNS surveillance and
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