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results observed in mouse models and further probe their molecular Proportions of Cell Types Across HOXB13 High and Low Patients

mechanisms.

Figure 3: Analytical neighborhood enrichment analysis for each cell type was

conducted using a spatial neighborhood graph constructed by Delaunay triangulation.
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Figure 2: A relative breakdown of cell types were plotted per patient and per Figure 4: Histological images were reviewed to confirm the presence of abundant plasma cells in the

HOXB13 status to look for relative differences across patients. designated cases. These results were further correlated with the cell segmentation spatial maps.
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