Breast Cancer Index re-stratifies 21-gene assay risk groups for risk of recurrence and extended endocrine therapy benefit:
Final Analysis of the BCI Registry Study
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Introduction

« Patients face a prolonged risk of late distant recurrence (DR) with HR+ early stage
breast cancer, even after 5 years of adjuvant endocrine therapy.
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Figure 2: Correlation between BCI (H/l), BCl Prognostic and RS Figure 3. BCI (H/I) and BCI Prognostic stratified by RS risk categories. A) NO

cohort, TAILORXx categories B) N1 cohort, RXxPONDER categories

Table 1: Overall cohort characteristics (N=1238)
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Table 2. Clinical characteristics of Low risk RS (0-11) and BCI High risk/ (H/l) High (N=52)
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