Refining adjuvant CDK4/6 inhibitor eligibility in early HR+ HER2- breast cancer with artificial intelligence
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Figure 1: Schematic of ATX pipeline integrating pathology and clinical variables.
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e Clinical Low-Risk patients show significantly different recurrence-free survival when
stratified by ATX score.

e Clinical High-Risk and Low-Risk groups were defined according to NATALEE trial Meta-Analysis of ATX scores in Clinical High-Risk patients
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