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S100A in Brain Metastases __________ Discussion

Cancer (CK8/18) — * S100P most highly upregulated among non-
o T S responder bone and brain mets; S100A8/9 also 1
In brain mets.

Background S100P in Bone and Brain Metastases

p =0.0018

* Trastuzumab deruxtecan (T-DXd) serves as 2nd-
line standard of care for HER2+/low metastatic
solid cancers.

« ~50-60% response rate,! with few treatment
alternatives for non-responder patients.

« T-DXd response does not solely depend on
HER?2 score.’ Discovery of response biomarkers
IS key for treatment planning.
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S100P KO improves HERZ2 3+ response to T-
DXd in vitro and in vivo.

S100A1, A8, and A9 1 non-responder brain mets
among luminal A cells.

S100 proteins have been previously implicated in
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Hypothesis: Spatlal multiomics can uncover novel segmentation for cancer (PanCK) and immune (CD45) cells. (B) S100P is upregulated
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Volume of tumors formed in mice by injected WT vs S100P KO SKBR3 cells.
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