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Table 2. Distribution of Reclassified Variants by Gene and Final Classification e Reclassification patterns are influenced by the
Likely Benign e Clinical Characteristics Gene Benign  Likely Pathogenic  Pathogenic Total Reclassified underrepresentation of Hispanic populations in genomic
e All patients were female. NF1 4 1 0 > databases and by limited access to genetic services in
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* Strengthening these elements will enhance classification
accuracy, reduce uncertainty, and support more precise
genetic counseling, particularly in underrepresented
populations.
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