San Antonio Breast Cancer Symposium e December 9-12, 2025 Abstract 477
PS2-09-29

Validity of the p53 antibody DO-7 as a surrogate for predicting TP53 mutation status in breast cancer
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Background

In breast cancer (BC), as in other cancers, TP53 mutation portends a poor prognosis. TP53 gene expression is not a part of current prognostic commercial assays like Oncotype DX® and MammaPrint. While Next Generation Sequencing (NGS) is widely considered to be the gold standard for identifying TP53
mutations, it takes time and often comes with great expense. In uterine cancer, pathologists utilize immunohistochemistry (IHC) identifying p53 protein as a surrogate for TP53 mutation status which impacts treatment decisions. Utilizing the well-established p53 antibody DO-7 and interpretative guidelines from
uterine cancers, we sought to prove the validity of IHC testing for p53 in BC.
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