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Introduction

We obtained liquid biopsies before ABE rechallenge, at 2 months (m) after 
rechallenge, and at disease progression to identify biomarkers associated with 
response or resistance to ABE. We analyzed circulating tumor DNA (ctDNA) 
using a targeted next-generation sequencing panel.

Biomarker ctDNA analyzed by Oncomine Pan-Cancer Cell-Free Assay  
(ThermoFisher®).

The hazard ratio (HR) and 95% CI for PFS, overall survival (OS) will be 
calculated using the Cox proportional hazards model.

Methods and Materials

・This is the first biomarker analysis is to
examine biomarkers of ABE rechallenge 
from only ABE.

・In this study of ABE rechallenge, CCND1 
amplification may be associated with 
resistance to ABE in patients who switched 
from ABE plus AI/TAM to ABE plus FUL. 

・TP53 mutation was suggested as a 
prognostic biomarker. 

Conclusions

We previously conducted a phase II study evaluating abemaciclib (ABE) 
rechallenge after progression on ABE plus endocrine therapy in patients with 
hormone receptor-positive, HER2-negative metastatic breast cancer¹. This 
study demonstrated a progression-free survival (PFS) benefit for patients 
treated with ABE plus fulvestrant (FUL) following progression on ABE plus 
aromatase inhibitor (AI)/tamoxifen (TAM). However, robust biomarkers of 
resistance to ABE rechallenge are currently lacking. This study presents the 
results of a biomarker analysis of liquid biopsies, including those collected at 
the time of disease progression after ABE rechallenge.

Results

Figure4. TP53 mutation at disease progression
 

Figure 5. CCND1 amplification at disease progression (ABE +AI/TAM→ABE＋FUL)
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Figure 1. Frequency of ctDNA alterations at pre-ABE rechallenge and disease progression Figure2. PFS in genetic subgroups at disease progression Figure3. OS  in genetic subgroups at disease progression
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