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INTRODUCTION RESULTS
. Completion of
* Young estrogen-receptor positive (ER+) breast cancer treatment Table 1. Distributions of Participants’ Characteristics Across Groups
patients often receive hormone therapy that induces y / Group 1 (<50 years, treatment- Group 2 (>50 years, natural Doyl
menopause. Cancer J / induced menopause) menopause) “value
O diagnosis and ¥ s
+ Menopause has been previously linked with = treagtment 4 \ No. of participants 8 17
accelerated aging, indicated by increased aging and S l ,/ /" Hypothesized Mean age, yrs (SD) 43.7 (2.5) 61.9 (7.8) <0.01
inflammatory biomarkers (e.g., IL-6 and CRP). 14 Y 4 normal aging White, % 85 7% 100% 0.11
2 ./ . trajectory
» It is unclear whether treatment-induced menopause 4 College degree, % 100% 88.9% 0.65
accelerates the aging process to the same extent as § Mean time since diagnosis, yrs (SD) 3.8 (2.3) 4.2 (1.9) 0.64
natural menopause. Chemotherapy, % 100% 38.9% 0.01
« This study compared aging (P16%4a a cellular 5 Radiation, % 85.7% 83.3% 0.88
senescence marker) and inflammatory biomarkers (IL-6 Chronological age
and CRP) in breast cancer survivors with treatment-
iInduced menopause vs. natural menopause.
CONCLUSIONS
Biomarker Levels Across Groups, Adjusted for Age,
METHODOLOGY Chemotherapy, and Radiation . .
 |n our study, although breast cancer patients with
. . _ P-value = 0.1 |
« Study population: 25 women participated in an 8-week 6 value = 0.19 treatment inducea menopau.se were, on average, 18
Mindfulness-Based Stress Reduction (MBSR) study. i 504 5.11 years younger than those with natural menopause, both
o groups showed similar biological aging profiles.
o All participants had locally advanced, ER+ breast 4
cancer, had surgery, and took an aromatase inhibitor . P-value = 0.28 « However, our study has a limited sample size.
that induced menopause. 2.3
P-value = 0.32 : : :
- . . | - » Future studies with a larger sample size are needed to
* Participants were divided into two groups: 103 1.04 099 | o
1 ' ' - replicate these findings.
o Group 1: 8 females <50 years, experiencing - - -
: 0 : : : : :
treatment-induced menopause .
o L og2 P16 1.6 Log2 hsCRP In ’fhe fujcure, we plan to investigate Iongltud.lnal aging
o Group 2: 17 females >50 years, with natural trajectories among young breast cancer patients
menopause m Group 1 (<50 years, treatment-induced menopause) experiencing treatment-induced menopause.
 Blood samples were collected at baseline and 8-week m Group 2 (>50, natural menopause)
follow up.
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« Statistical analysis: Compared biomarker levels
between the two groups.
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